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Scientific Sub-committee report
· The joint CMGS and NGRL(W) project on next generation sequencing is progressing. A total of 140 samples from patients with colorectal cancer have been provided by 9 laboratories. These include 130 different mutations in 7 genes. Sample validation has been completed by NGRL(W) and the proposal inviting expressions of interest to participate in the study will be circulated shortly by Chris Mattocks. The deadline for interested parties to submit their returns is mid June. 
· A CMGS study to compare the sensitivity of different methodologies for detecting activating EGFR mutations is planned and will be discussed further at the EGFR meeting to be held in London on April 27th 2010.

· The CMGS scientific sub-committee is keen to investigate the issue of primer binding site polymorphisms causing allelic drop out with a view to producing best practice guidelines. We would like to determine the error rate by reviewing data from laboratories who have performed predictive tests using two different sets of primers. Another strand to this project is work in progress with NGRL(M) to improve the utility of the SNPchecker tool by enabling filtering of SNPs highlighted within primer binding sites according to their validation status. 
· The scientific sub-committee welcomes Professor Graham Taylor as co-chair, with immediate effect. Graham initiated the next generation sequencing project and his expertise in this area will be key to its success.

Sian Ellard

April 2010  
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